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Figure 1 
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CLGGGGTFDLDS^TEAPRPAPKYQDVSSEKPQAQKDQGGYGFAMRLKRRNWHPQAMPKEDEIKLSENDW 
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EATGLPTKPKELPKRQKSVIEKVETDGDSDIYSSPYLTPSNHQNGSAGKGVNQPKNQATGHENFQYVYSG 

EATGLPGNPKNLPERQKSVTEKVKTGSDSNIYSSPYLTQSNHQNGSA-N QPKNEVKDYKEFKYVYSG 

80 90 100 110 120 130 

150 160 170 180 190 200 

WFYKHAASE — KDFS-NKKIKSGDDGYIFYHGEKPSRQLPASGKVIYKGVWHFVTDTKKGQDFREIIQPS 



WFYKHAKLEIIKENNLIKGAKSGDDGYIFYHGEKPSRQLPVSGEVTYKGVWHFVTDTKQGQKFNDILGTS 
140 150 160 170 180 190 200 

210 220 230 240 250 260 270 

KKQGDRYSGFSGDGSEEYSNKNESTLKDDHEGYGFTSNLEWFGNKKLTGKLIRNNASI^KNTNNDKHTT 

KKQGDRYSGFPGDDGEEYSNKNEATLQGSQEGYGFTSNLKVDFNKKKLTGELIRNN-RVTNATANDKYTT 
210 220 230 240 250 260 270 

280 290 300 310 320 330 340 

QYYSLDAQITGNRFNGTATATDKKEN-ETKLHPFVSDSSSLSGGFFGPQGEELGFRFLSDDQKVAWGSA 

QYYSLEAQVTGNRFNGKATATDKPGTGETKQHPFVSDSSSLSGGFFGPKGEELGFRFLSNDQKVAWGSA 
280 290 300 310 320 330 340 

350 360 370 380 390 400 410 

KTKDKLENG — AAASGSTGAAASGGAAGTSSENSIO.TTVLDAVELTLNDKKIKNLDNFSNAAOLVVDGIM 



KTQDKAANGNTAAASGGTDAAASNGAAGTSSENSKLTT^ 

350 360 370 380 390 400 410 

420 430 440 450 460 470 

IPLLPKDSESGNTQADKGK NG — G-TEFTRKFEHTPESDKKD — AQAGTQ-TNGAQTASNTAGDTNG 

IPLLPETSESGSNQADKGKKGKNGKNGGTDFTYKTTYTPKN 

420 430 440 450 460 470 460 

480 490 500 510 520 530 540 

K — TKTYEVEVCCSNI^YLKYGMLTRKNSKSAMQAGGNSSQADAKTEQVEQSMFLQGERTDEKEIPTDQN 

KAETKTYEVEVCCSNI^YLKYGMLTRKNSKSAMQAGGNSSQADAKTEQVEQSMFLQGERTDEKEIPNDQN 
490 500 510 520 530 540 550 
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550 560 570 580 590 600 610 

VVYRGSWYGHIANGTSWSGNASDKEGGNRAEFTVNFADKKITGKLTAENRQAQTFTIEGMIQGNGrEGTA 



VVYRGSWYGHIASSTSWSGNASNATSGNRAEFTVNFDTKKINGTLTAENRQEATFTIDGKIEGNGFSGTA 
560 570 580 590 600 610 620 

620 630 640 650 660 670 680 

KTAESGFDLDQKNTTRTPKAYITDAKVKGGrYGPKAEELGGWFAYPGDKQTEKATATSSDGNSASS^WV 

KTADLGFDLDQSNTTGTPKAYITDAKVQGGFYGPKAEELGGWFAYPGDKQTEKAWASGDGNSASSATW 
630 640 650 660 670 680 690 
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Figure 2 

IM2169 
6940 
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CLGGGGS FDLDSVDTEAPRPAPKYODVSSEKPQAQKDQGGYGFAMRLKRRNWYPGAEESEVKI*NESDWEA 

CLGGGGTFDLDSVTJTEAPRPDPKYQDVSSEKPQAQKDQGGYGFAMRLKRRNWYSAAKEDEVKLNESDWET 
10 20 30 40 50 60 70 

80 90 100 110 120 130 

TGLPTKPKELPKRQKSVIEKVETD-GDSDIYSSPYLTPSNHQNGSAGNGVNQPKNQATGHENFQYVYSGW 

TGLPTEPKKLPLKQESVISKVQANNGDNNIYTSPYLTQSNHQNSSINGGANLPKNEVTNYKDFKYVYSGW 
80 90 100 110 120 130 140 

150 160 170 180 190 200 

FYKHAASE — KDFSNKK-IKSGDDGYIFYHGEKPSRQLPASGKVIYKGVWHFVTDTKKGQDFREIIQPSK 

FYKHAKNEIIRENSSIKGAKNGDDGYIFYHGKEPSRQLPASGTVTYKGVWHFATDVKKSQNFRDIIQPSK 
150 160 170 180 190 200 210 

210 220 230 240 250 260 270 

KOGDRYSGFSGDGSEEYSNKNESTLKDDHEGYGFTSNLEVDFGNKKLTGKLIRNNASLNNNTNNDKHTTQ 

KQGDRYSGFSGDDDEQYSNKNESMLKDGQEGYGFTSNLEVDFGSKKLTGKLIRNN-RVTNAPTNDKYTTQ 
220 230 240 250 260 270 

280 290 300 310 320 330 340 

YYSLDAQITGNRFNGTATATDKKENE-TKLHPFVSDSSSLSGGFFGPQGEELGFRFLS DDQKVAWGSAK 

YYSLDAQITGNRFNGKAIRTDKPDTGGTKLHPFVSDSSSLSGGFFGPKGEELGFRFLSDDKKVAWGSAK 
290 300 310 320 330 340 

350 360 370 380 390 400 410 

TKDKLENGAAASGSTGAAASGGAAGTSSEN5KLTTVLDAVELTI^DKKIKNLDNFSNAAQL\A^DGIMIPL 

TKDKTENGAVASGGTDAAASNGAAGTSSENSKLTTVLDAVELKLGDKEVQKLDNFSNAAQL\A^>GIMIPL 
360 370 380 390 400 410 

420 430 440 450 460 470 480 

LPKDSESGNTQADKGKNGGTEFTRKFEHTPESDKKDAQAGTQTNGAQTASNTAGDTNGKTKTYEVEVCCS 

LPEASESGNNQANQGTNGGTAFTRKFDHTPESDKKDAOAGTQTNGAQTASNTAGDTNGKTKTYEVEVCCS 
430 440 450 460 470 480 

4 90 500 510 520 530 540 550 

NLNYLKYGMLTRKNSKSAMQAGGNSSOADAKTEQVEQSMFLQGERTDEKEIPTDQrrvVYRGSWYGHIANG 

NLNYLKYGMLTRKNSKSAMQAGE5SSQADAXTEQVEQSMFLQGERTDEKEI PSEQNIVYRGSWYGYIAND 
500 510 520 530 540 550 

560 570 580 590 600 610 620 

--TSWSGNASDKEGGNRAEFTVNFADKKITGKLTAENRQAQTETIEGMIQGNGFEGTAKTAESGFDLDQK 



KSTSWSGNASNATSGNRAEFTVNFADKKITGTLTADNRQEATFTIDGNIKDNGFEGTAKTAESGFDLDQS 
570 580 590 600 610 620 
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630 640 650 660 670 680 690 

NTTRTPKAVITDAKVXGGrYGPKAEELGGWFAYPGDKQTEKATATSSDGNSASSATWFGJ^RQQPVQ 

NTTRTPKAYITDAKVQGGFYGPKAEELGGWFAYPGDKQT-KN-ATNASGNS-S-ATWFGAKRQQPVR 
640 650 660 670 680 690 
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Figure 3 

IM2169 
S3032 

10 20 30 40 50 60 

CLGGGG-SFDLDSVDTEAPRPAPKYQDVSSEKPQAQKDQGGYGFAMRLKRRNVfSfPGAEESEVKLNESDWE 



CLGGGGGS FDLDS VDTEAP RP AP KYQDVS S EKPQAQKDQGG YGFAMRLKRRNW YP S AKENEVKLN ES DWE 
10 20 30 40 50 60 70 

80 90 100 110 120 130 

ATGLPTKPKELPKRQKSVI EKVETDGDSD I YSSPYLTPSNHQNGSAGNGVNQPKNQATGHENFQYVY 

TTGLPSNPKNLPERQKSVIDQVETDGDSNNSNIYSSPYLTQSNHQNGNTGNGVNQPKNEVTDYKNFKYVY 
80 90 100 110 1.20 130 140 

140 150 160 170 180 190 200 

SGWFYKHAASEKDFS-NKKI-KSGDDGYIFYHGEKPSRQLPASGKVIYKGVWHFVTDTKKGQDFREIIQP 



SGWFYKHAKREVNLAVEPKIAKNGDDGYIFYHGKDPSRQLPASGKITYKGVWHFATDTKRGQKFREIIQP 
150 160 170 180 190 200 210 

210 220 230 240 250 260 270 

SKKQGDRY5GFSGDGSEEYSNKNESTLKDDHEGYGFTSNLEVDFGNKKLTGKLIRNNASLNNNTNNDKHT 

SKNQGDRYSGFSGDDDEQYSNKNESMLKDGHEGYGFASNLEVDFDNKKLTGKLIRNNANQNNNTNNDKHT 
220 230 240 250 260 270 280 

280 290 300 310 320 330 340 

TQYYSLDAQITGNRFNGTATATDK-KEN-ETKLHPFVSDSSSLSGGFFGPQGEELGFRFLSDDQKVAWG 



TQYYSLDATLKGNRFSGKAEATDKPKNDGETKEHPFVSDSSSLSGGFFGPQGEELGFRFLSNDQKVAWG 
290 300 310 320 330 340 350 

350 360 370 380 390 400 410 

SAKTKDKLENG-AA-ASGSTGAAASGGAAGTSSENSKLTTV^ 

S AKT KDKPANGNTAEA5 GGTDAAASGGAAGTS S ENS KLTTVLDAVELTHGGTAI KNLDN FSNAAQLWDG 
360 370 380 390 400 410 420 

420 430 440 450 460 470 480 

IMIPLLPKDSESGNTQADKGKNGGTEFTRKFEHTPESDKKDAQAGTQTNGAQTASNTAGDTNGKTKTYEV 

IMIPLLPQNSTGKNNQPDQGKNGGTAFIYKTTYTPKNDDKDTKAQTWGGTQTASNTAGDANGKTKTYEV 
430 440 450 460 470 480 490 

490 500 510 520 530 540 550 

EVCCSNLNYLKYGMLTRKNSKSAMQAGGNSSQADAKTEQVEQSMFLQGERTDEKEIPTDQNVVYRGSWYG 



EVCCSNLNYLKYGLLTRKTAGNTVGSGN55PTAAAQTDA — QSMFLQGERTDENKI PSEQNWYRGSWYG 
500 510 520 530 540 550 

560 570 580 590 600 610 620 

HIANGTSWSGNASDKEGGNRAEFTVNFADKKITGKLTAENRQAQTFTIEGMIQGNGFEGTAKTAESGFDL 



HIASSTSWSGNASDKEGGNRAEFTVNFGEKKITGTLTAENRQEATFTIDGKIEGNGFSGTAKTAELGFDL 
570 580 590 600 610 620 
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630 640 650 660 670 680 690 

DQKNTTRTPKAYITDAKVKGGFYGPKAEELGGWFAyPGDKQTEKATATSSDGNSASSATVVFGAKRQQPVQ 

DQKNTTRTPKAYITDAKVXGGFYGPKAEELGGWFAYSDDKQTKNATDASGNGNSAS SATWFGAKRQQPVQ 
640 650 660 670 680 690 
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Figure 4 

10 20 30 40 50 60 

346 361 380 

1 TKDKLENGAA — ASGSTGAAASGGAAGTSSENSKLTTVLDAVELTLNDKKIKNLDNFSNA 58 

2 TKDKTENGAV — AS GGT DAAASNGAAGTS SENSKLTTVLDAVELKLGDKEVQKLDN FSNA 58 

3 TKDKTENGAV — AS GGTDAAASNGAAGTSSENSKI*TTVLDAVELKLGDKEVQKLDNFSNA 5 8 

4 TQDKPRNGAV — ASGGTGAARSNGAAGQSSENSKI.TTVLDAVELTLNDKKIKNLDNFSNA 58 

5 TQDKAANGNTAAASGGTDAAASNGAAGTSSZMSKI.TTVLDA\^LT1^DKKIKNLDN 60 

6 KRDKAESGGGN GAS GGT DAAASNGAAGTS SENSKI#TTVLDAVELKSGGKEVKNLDNFSNA 60 

7 TKDKPRNGAV — ASGGTDAAASNGAAGTSSENGKLTTVLDAVELTLNDKKIKNLDNFSNA 58 

8 TKDKPANGNTAEASGGTDAAASGGAAGTSSQ*SKLTTVI,DAVELTHGGTA2KNLDNFSNA 60 

9 TKDKPGNGA RLQAARCGTSNGAAGQSSENSKLTTVLDAVELKLGDKEVQKLDN FSNA 5 7 

C *+DK: : *G+ :+:*** ** + **+S+GAAG+SSEN*KLTTVLDAVEL :+: +* : : ++LDNFSNA 

70 80 90 100 110 120 

417 445 

1 AQLWDGIMI PLLPKDSESGNTQADKGK NGGTEFTFKFEHT P ES DKKDAQAGTQ 112 

2 AQLWDGIMI PLLPEASESGNNQANQGT NGGTAFTRKFDHTPES DKKDAQAGTQ 112 

3 AQLWDGIMI PLLPEASESGNNQANQGT NGGTAFTRKFDBT PES DKKDAQAGTQ 112 

4 AQLWDGIMI PLL PEASE SGKNQANQGT NGGTAFTRKFNHTPKSDEKDTQAGTA 112 

5 AQLWDGIMI PLLPETSESGSNQADKGKKGKNGKNGGTDFTYKTTYTPKNDDKDTKAQTG 120 

6 AQLWDGIMI PLLPKDSESGNTQADKGK NGGTKFXRKFEHTPESDKKDAQAGTQ 114 

7 AQLWSGIMI PLMPETSESGNNQADKGK NGGTAFTRKFDBT PKS DEKDTQAGT P 112 

8 AQLWDGIMI PLLPQNSTGKNNQPDQGK NGGTAFIYKTTYTPKNDDKDTKAQTV 114 

9 AQLWDGIMI PLLPKDSESGKNQADKGK NGETEFTRKFEHTPES DEKDAQAGTP 111 

C AQLW*GIMI PL*P : . S* * *++Q*+ : G : NG*T : F*+K+ . +TP : +D : KD : +A+T : 

130 140 150 160 170 180 

465 482 499 

1 TNGAQTASKTAGDTNGKT KTYEVEVCCSNLN YLKYGMLTRKNSKSAMQAGGNSSQ 167 

2 TNGAQTASKTAGDTNGKT KTYEVEVCCSNLN YLKYGMLTRKNSKSAMQAGESSSQ 167 

3 AN GAQT ASNTAGDTNGKT KTYEVEVCCSNLN YLKYGMLTRKNSKSAMQAGESSSQ 167 

4 ENGNPAASNTAGDANGKT KTYEVEVCCSNLN YLKYGMLTRKNSKSAMQAGESSSQ 167 

5 AAGSSGAQTDLGKADVNGGKAETKTYEVEVCCSNLN YLKYGMLTRKNSKSAMQAGGNSSQ 180 

6 TN GAQT ASNTAGDTNGKT KTYEVEVCCSNLNYLKYGLLTRKTAGNTGEGGNGSQT 169 

7 TN GAQT AS GTAGVTGGQAG KTYAVEVC CS N LN YLKYG LLT RKTADNTVGS GNGS ST 168 

8 TGGTQTASNTAGDANGKT KTYEVEVCCSNLN YLKYG LLT RKTAGNTVGSGNSSPT 169 

9 SNGAQTASNTAGDTNGKT KTYEVNLC- 5NLNYLKYGLLTRKTAGNTGEGGNSSPT 165 

C :+G+++A*+**G+++*++. KTY*V**C*SNLN YLKYG : LTRK: :::::: :G: :S+: 

190 200 210 

521 

1 ADAKTEQVEQSMFLQGERTDEKEI PTDQ-NW 198 

2 ADAKTEQVEQSMFLQGERTDEKEI PSEQ-NIV 198 

3 ADAKTEQVGQSMFLQGERTDEKEI PSEQ-NIV 198 

4 ADAKTEQVGQSMFLQGERTDEKEI PNDQ-NW 198 

5 ADAKTEQVEQSMFLQGERTDEKEI PNDQ-NW 211 

6 AAAQTAQGAQSMFLQGERTDEKEIPSEQ-NW 200 

7 AAAQTAQGAQSMFLQGERTDEKEI PKEQQDI V 200 

8 AAAQTD — AQSMFLQGERTDENKI PSEQ-NW 198 

9 AA-QTAQGAQSMFLQGERTDEKEI PNDQ-NW 195 
C A: * :T: * : : QSMFLQGERTDE* * I P : : Q *+V 
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Figure 8 



M982 
B283 

10 20 30 40 50 60 70 

CLGGGGSFDI^SVDTEAPRPAPKYQDVSSEKPQAQKDQGGYGFAMRLK 



CLGGGGSFDLDSVDTEAPRPAPKYQDVSSETPQAQKDQGGYGFAMRFKRRNWYPKNEEDHKALSEADWEK 
10 20 30 40 50 60 70 

80 90 100 110 120 130 140 

TGLPTKPKELPKRQKSVIEKVETDGDSDIYSSPYLTPSNHQNGSAGNGVNQPKNQATGHENTOYVYSGWF 

LG AGKPDEFPQRNE ILN M TDG ILSES L QL GE G G KSRVEGYTDFQYVRSGYI 
80 90 100 HO 120 

150 160 170 180 190 200 210 

YKHAASEKDFSNKKI KSGDDGYIFYHGEKPSRQLPASGKVIYKGVWHFVTDTKKGQDFREIIQPSKKQGD 

YRNGANKIDFQKKIALSGPDGYLFYKGSNPSQALPM GKVGYKGTWDWTDAKMGQKFSQL AGFPAGD 
130 140 150 160 170 180 

220 230 240 250 260 270 280 

RYSGFSGDGSEEYSNKNESTLKDDHEGYGFTSNLEVDFGNKKLTGKLIRNNASLNNNTNNDKHTTQYYSL 



RYGALS AEEADVLRN KSEA QQGQTDFGLTSEFEVDFAAKTMTGALYRNNRITNNETENKAKQI KRYDI 
200 210 220 230 240 250 

290 300 310 320 330 340 

DAQ I TGN RFNGTATAT DK KENETKLHP EVSDS S S LSGGFFGPQGEELGFRFLSDDQ^AWGSAKTKDK 

OADLHGI^FSGKATATDKPKNDETKEHPFVSDSSSLSGGFFG 
260 270 280 290 300 310 320 

360 370 380 390 400 410 

LENGAAASGSTGAAASGGAAGTSSENSKLTTVLDAVELT^ 

L^GAAASGSTGAAASGGAADMPSENGKLTTVLDAV^ 
330 340 350 360 370 380 390 

430 440 450 460 470 480 

SESGNTQADKGKNGGTEFTRKFEHTPESDKKDAQAGTQTNGAQTASNTA^NGKTKTYE^K^^Y 

SESESNQADKGKNGGTAFTRKFEHTPESDKKDTQ^ 
400 410 420 430 440 450 460 

500 510 520 530 540 550 

LKYGMLTRKNSKSAMQAGGNSSQADAKTEQVEQSMFLQGERTDEKEI PTDQ "^^WYGHIANGTS W 

LOTGI^TRJW^SJ^QA^ 
4 70 480 490 500 510 520 530 

570 580 590 600 610 620 

SGNASDKEGGNRAEFTVNFADKKITGKLTAENRQAQTFTI^ 

SGNASDREGGNRADFTVNFGTKKINGT 
540 550 560 570 580 590 600 
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640 650 660 670 680 690 

PKAYITDAKVKGGFYGPKAEEI.GGWFAYPGDKQTEKATATSSDGNSASSA1VVFGAKRQQPV0 

-gcr«ng33sse ?c 5ggg- Bggg Mgacs =sgaacogs cs — »«s s«»s:»s=»cs=»»»= 

PKAYITDAKVKGGFYGPKAEELGGWFAYPGDKQTEKAT\TTSGDGLSASSATVVFGAKRQKPVQ 
610 620 630 640 650 660 



WO 95/33049 p.,/^' 



13/16 



Figure 9 

M982 
B2163 

10 20 30 40 50 60 

CLGGGGS FDLDSVDTEAPRPAP KYQDVSSEKPQAQKDQGGYGFAMRLKRRNWYPGAEESEVKLNESDWE 

CLGGGGSFDLDSVDTEAPRPAPPKYQDVSSEKPQAQKDQGGYGFAMRLKRRNRHPQAKEDKVELNPNDWE 
10 20 30 40 50 60 70 

80 90 100 110 120 130 

ATGLPTKPKELPKRQKSVTEKVETDGDSDI YSSPYLTPSNHQNGSAGNGVNQPKNQATGHENFQYVYSGW 

ETGLPSKPQNLPERQQSV1DKVKTDDGSNIYTSPYLTQSNHQNGSTNSGANQPKNEVXDYKNFKYVYSGW 
80 90 100 110 120 130 140 

150 160 170 180 ' 190 200 

FYKHAASEKDFSNKKI KSGDDGYT FYHGEKP5RQLPA5GKVI YKGVWHFVTDTKKGQDFREI IQPSKKQG 

FYKHAESEREFSKIKFKSGDDGYIFYHGKDPSRQLPTSEKVIYKGVWHFVTDTEKGOKFNDILETSKGQG 
150 160 170 180 190 200 210 

220 230 240 250 260 270 

DRYSGFSGDGSEEYSNKNESTLKDDHEGYGFTSNLEVDFGNKKLTGKLIRNNASLNNNTNNDKHTTQYYS 



DRYSGFSGDDGETTSNRTDSNLNDKHEGYGFTSNLEVDFGSKKLTGKLIRNN RVTNATTNDKYTTQYYS 
220 230 240 250 260 270 

290 300 310 320 330 340 

LDAQ I T GN RFN GTATAT DKKEN E TKLHPFVSDSSSLSGGFFGPQGEELGFRFLSDDQKVAWGSAKTKD 

LDAQITGNRFWGKAIAADKPDTGGTKLHPFVSDSSSLSGGFFGPKGEELGFRFLSDDKKVAWGSAKTKD 
290 300 310 320 330 340 

360 370 380 390 400 410 

KLENGAAASGSTGAAASGGAAGTSSENSKLTTVXDAVELTLND^ 

KTENGAVASGGTDAAASNGAAGTSSENSKLTTVLDAVELKLGDKEVQKLDNFSNAAQLVVDGIMIPLLPE 
360 370 380 390 400 410 

430 440 450 460 470 480 

DSESGNTOADKGKNGGTEFTRKFEHTPESDKKDAOAGTQTNGAQTASNTAGDTNGKTKTYEVEVCCSNLN 

TSESGNNQANQGTNGGTAFTRKFDHTPESDKKDAQAGTQTNGAQTASNTAGDTNGKTKTYEVEVCCSNLN 
430 440 450 460 470 480 

500 510 520 530 540 550 

YLKYGMLTRKNSKSAMQAGGNS5QAI)AKTEQVTSQSMFLQGERTDEKEI 

YLKYGMLTRKNSKSAMOAGESSSQADAKTEOVGQSMFLQGERTDEKEIPSEQNIVYRGSWYGHIASSTSW 
500 510 520 530 540 550 

570 580 590 600 .610 620 

SGNASDKEGGNRAEFTWFADKKITGKLTAENRQAQTFTIEGMIQGNGFEGTAKTA£SGFDLDO|WTTRT 

SGNASDKEGGNRAEFTVNFGEKKITGTLTAENRQEATFTI DGKI EGNGFSGTAKTAELGFDLDQKNTTRT 
570 580 590 600 610 620 
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640 650 660 670 680 690 

PKAYITDAKVKGGE^GPKAEELGGWFAYPGDKQTEKATATSSDGNSASSATWF^RQQPVQ 

PfUvYITDio/QGGFYGPKAEEL^ 

640 650 660 670 680 690 
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Figure 10 

10 20 30 40 50 60 

34 6 361 380 

1 TKDKLENG — AAASGSTGAAASGGAAGTSSENSKLTTVLDAVELTLNDKKIIOJLDNFSN 57 

2 TKDKTENG — AVASGGTDAAASNGAAGTSSQISKLTTVLDAVELKLGDKEVQKLDNFSN 57 

3 TQDKPRNG — AVASGGTGAARSNGJUWGQSSENSKLCTVLDAVELTLNDKKIKNLDNFSN 57 

4 TKDNTANGNTAAASGGTDAAASNGAAGTSSENGK1.TTVLDAVELTLNDKKIKNLDNFSN 60 

5 TKDKTENG — AVASGGTDAAASNGAAGTSSENSKLTTVLDAVELKLGDKEVQKLDNFSN 57 

6 TQDKAANGNTAAASGGTDAAASNGAAGTSSENSKLTTVLDAVELTLNDKKIKNLDNFSN 59 

7 RKDKAESGGGNGASGGTDAAASNGAAGTSSENSKLTTVLDAVELKSGGKEVKNLDNFSN 59 

8 TKDKPANGNTAEASGGTDAAASGGAAGTSSENSXLTTVLDAVELTHGGTAIKNLDNFSN 59 

9 TKDKPRNG — AVASGGTDAAASNGAAGTSSENGKLTTVLDAVELTLNDKKIKNLDNFSN 57 

1 0 TKDKLENG — AAASGSTGAAASGGAADMPSENGXLTTVLDAVELKSGGKEVKNLDNFSN 57 

1 1 TKDKTENG — AVASGGTDAAASNGAAGTSSENSKLTTVLDAVELKLGDKEVQKLDNFSN 57 
C **D*. :*G. . *;ASG*T+AA*S+GAA***SEN+KLTTVLDAVEL:+:+* : : ++LDNFSN 

70 80 90 100 110 120 

417 445 

1 AAQLWDGIMI PLLPKDSESGNTQADXGK NGGTEFTRXFEHTPESDKKDAQAGT 111 

2 AAQLWDGIMI PLLPEASESGNNQANQGT NGGTAFTRXFDHTPESDKKDAQAGT 111 

3 AAQLWDGIMI PLLPEASESGKNQANQGT NGGTAFTRKFNHTPKSDEKDTQAGT 111 

4 AAQLWDGIMI PLL PEASE SGNNQANQGT NGGTAFTRRFAHTPKSDEKDTHAGT 114 

5 AAQLWDGIMI PLLPEASESGNNQANQGT NGGTAFTRKFDHTPES DKKDAQAGT 111 

6 AAQLWDGIMI PLL PETS ESG SNQADKGKKGKN GKNGGTD k 11 TPKNDDKDTKAQT 119 

7 AAQLWDGIMI PLLPKDSESGNTQADKGK NGGTKFTRXFEHT PES DKKDAQAGT 113 

8 AAQLWDGIMI PLLPQNSTGKNNQPDQGK NGGTAFI YKTTTTPKNDDKDTKAQT 113 

9 AAQLWSGIMI PLMPETSESGNNQADKGK NGGTAFTRKFDHTPKSDEKDTQAGT 111 

10 AAQLWDGIMI PLLPKNSESESNQADKGK NGGTAFTRKFEHTPESDKKDTQAGT 111 

11 AAQLWDGIMI PLLPETSES GNNQANQGT NGGTAFTRKFDHTPES DKKDAQAGT 111 

C AAQLW* GIMI PL* P+ . S**.*+*Q* : : G : NGGT+F** K* . *TP : *D: KD: +A*T 

130 140 150 160 170 180 

465 482 499 

1 QTNGAQTASNTAGDTNG KTKTYEVEVCCSNLNYLKYGMLTRKNSXSAMQAGGNSS 166 

2 QANGAQTASNTAGDTNG KTXTYEVEVCCSNLNYLKYGMLTRKNSKSAMQAGESSS 166 

3 AENGN PAASNTAGDANG KTXTYEVEVCC S NLNYLKYGMLTRKNSKSAMQAGES S3 166 

4 AANGDQAASNTAGDTNG XTKTYEVEVCCSNLNYLKYGLLTRKTAGNTGEGGNGSQ 169 

5 QTNGAQTASNTAGDTNG KTKTYEVEVCCSNLNYLKYGMLTRKNSKSAMQAGESSS 166 

6 GAAGS S GAQTDLGKADVNGGKAETKTYEVEVC C S N LN Y LKYGMLT RKNSXS AMQAGGNS S 17 9 

7 QTNGAQTASNTAGDTNG KTRTYEVEVCCSNLNYLKYGLLTRKTAGNTGEGGNGSQ 168 

8 VTGGTQTASNTAGDANG KTKTYEVEVCCSNLNYLKYGLLTRKTAGNTVGSGNSSP 168 

9 PTN GAQTAS GTAGVTGGQAG KTYAVEVCCSNLNYLKYGLLTRKTADNTVGSGNGSS 167 

1 0 AENGN PAASNTAGDTNG KTKTYEVEVCCSNLNYLKYGMLTRKNSKSAMQAGENGS 166 

1 1 QTNGAQTASNTAGDTNG KTXTXEVEVCCSNLNYLKYGMLTRKNSXSAMQAGESSS 166 

c . : *G:++A****G*+** . - : +KTY* VEVCC5NLNYLKYG+LTRK++++++++G : : *+ 




Figure 10 (continuation) 
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